Background: Clinical checklists available have been developed to assess the risk of a positive Fragile X syndrome but they include relatively small sample sizes.
| INTRODUCTION
Fragile X Syndrome (FXS) is the most common known inherited form of intellectual disability and has been reported as the most common known inherited single-gene disorder associated with autism spectrum disorder (ASD), accounting for 2%-3% of all cases of ASD (Sherman et al., 1985) . Studies estimate the prevalence of FXS to be 1 in 4,000 to 1 in 7,000 in males and 1 in 6,000 to 1 in 11,000 in females (Crawford et al., 2002) . In 99% of patients, the molecular basis of the FXS is an expanded CGG repeat string (>200 hyper methylated CGG repeats, full mutation) in the 5 0 untranslated region of the FMR1 gene located at Xq27.3. Since the identification of FXS as a major cause of intellectual disability (ID), extensive screening programs have been developed and carried out to identify patients in many countries. To increase the efficiency of the screening programs, about 10 clinical checklists have been developed for preselection of subjects based on clinical features. The use of checklists to select patients with a high probability of being affected by FXS may significantly reduce the number of individuals to be submitted to molecular evaluation (Mandel & Chelly, 2004) , greatly improving the cost-effectiveness of Fragile X testing. Such clinical checklists have been developed in different populations with different ethnic backgrounds such as Caucasians, African Americans, Latinos, Indians, and Chinese (Butler, Mangrum, Gupta, & Singh, 1991; Giangreco, Steele, Aston, Cummins, & Wenger, 1996; Guo et al., 2000; Hagerman, Amiri, & Cronister, 1991; Laing, Partington, Robinson, & Turner, 1991; Limprasert et al., 2000; Maes, Fryns, Ghesquiere, & Borghgraef, 2000) .
In our recent paper, we shown that facial dysmorphism is influenced by ethnic background of the patient (Lumaka et al., 2017) . Moreover, clinical available checklists have been developed in relatively small sample sizes, increasing the chance of assuming as true a false hypothesis. Therefore, we carried out a meta-analysis that included statistical pooling of study results to obtain accurate figures on the prevalence of clinical predictors of FXS among patients with ID. This meta-analysis also aims to assess variations in prevalence of clinical features among patients from different ethnic backgrounds, thereby helping to develop a universal clinical checklist to improve their referrals for Fragile X testing.
| MATERIALS AND METHODS

| Assessment of studies for inclusion in this review
Two coauthors independently conducted a systematic review of previous published studies for inclusion in the present work. Included studies were assessed based on trial quality. Data were extracted independently, and a metaanalysis was performed after transforming reported data using the intention-to screen principle. This review used standard methods proposed by the Cochrane Collaboration (van Tulder, Furlan, Bombardier, & Bouter, 2003) .
| Types of studies
All published studies consisting of cytogenetic and/or molecular screening for fragile X syndrome among patients with intellectual disability, were eligible for the meta-analysis.
| Types of participants
All patients enrolled in clinical checklists studies of FXS were eligible for this review, with no exclusion based on ethnicity or age.
| Search strategy for identification of studies
Electronic searches of the specific journals and technical reports were performed.
| Methods of the review
Two authors independently selected studies for possible inclusion against a predetermined checklist of inclusion criteria.
We searched in PubMed and Google Scholar from January 1991 to December 2016 for articles in English, German, French, Spanish, Portuguese and Chinese. Following keywords/terms were searched: Fragile X syndrome*, checklist*, screening*, signs*, and diagnosis*. An asterisk after a term means that all terms that begin with that root were included in the search.
| Step 1
Abstracts were reviewed by the first author (TL) and selected for further review if they met one of the following two criteria: (1) Significant studies that covered Fragile X syndrome clinical features (2) Clinical checklists for FXS screening. If a criterion was not met because not enough information was provided, the abstract was set aside for further evaluation.
| Step 2
Abstracts were reviewed independently by two authors (TL and GK) and were selected based on their consensus according to the same criteria used in Step 1. If consensus was not reached, the abstract was then set aside for further evaluation.
LUBALA ET AL. | 527
| Step 3
Full-text articles of abstracts selected in Step 2 were retrieved and reviewed by one author (TL). Inclusion was based on consensus between two investigators (TL and GK). Disagreements were discussed with a third author (OL). Studies were included if they met the following criteria: (1) Clinical checklists development studies and (2) diagnosis based on molecular analysis of the Fragile X mutation. The exclusion criteria were (1) studies that did not report confidence intervals (CI) or standard errors (SE) and that (2) did not report data that allowed the calculation of these parameters and whose authors did not provide such data upon request.
| Assessment of quality
Two authors independently assessed the susceptibility to bias of the selected articles. The risk of bias was assessed by reporting the study's conduct against the criteria described in the Cochrane Handbook for Systematic Reviews of Interventions (van Tulder et al., 2003) . Studies were categorized as attributing a 'low', 'moderate', or 'high' risk of bias.
| Data extraction
Data were independently extracted by two coauthors using a standard data extraction form. We extracted the following data from each study: region(s) in which the study was conducted, age group, gender, ethnicity of study sample, year when the study was conducted, and dysmorphic features as well as behavioral phenotype such as Autistic-like behavior (Tactile defensiveness, perseverative speech, hand flapping, poor eye contact) and attention-deficit hyperactivity disorders (ADHD) in subjects with ID with and without the Fragile X mutation. We classified region(s) in which the study was conducted according to the United Nations' classification of macro-geographic continental regions, namely, Asia, Africa, Europe, North America, Latin America and the Caribbean, and Oceania. Disagreements between coauthors were rare. In the event of a disagreement the data were reviewed and resolved by discussion by three authors.
| Statistical analysis
Odds ratio (OR) values, with 95% confidence intervals (CI), were reported to assess the frequency of clinical characteristics in subjects with ID with and without the Fragile X mutation to determine the most discriminating. Between-study heterogeneity was estimated using the v 2 -based Q statistic. The index is built as follows:
• Each sign is rated 1 or 2.
• The score obtained are standardized according to a normal standardized distribution. Mean = 0; standard deviation = 1.
• We attribute to each patient a final score which result from the sum of the ratings of each sign present.
• Each patient is classified according to the score obtained.
The interpretation of the score (Min = 1, Max = 10). ≥5: X-fragile diagnosis is certain. <5: X-fragile diagnosis is negative.
| RESULTS
Of the initial 8,140 records, two reviewers determined independently that 16 required a full review of the manuscript. The selection process of studies for inclusion in the meta-analysis is shown in Figure 1 . Six studies have been excluded after the second and the third pass (Giangreco et al., 1996; Guo et al., 2000; Limprasert et al., 2000; Maes et al., 2000; Settin, Al-Haggar, Al-Baz, Al-Aiouty, & Hafez, 2005) . Our final primary analysis included 10 articles and the findings are summarized below in the tables. All papers used in our analysis were published in English, except for one that was written in Portuguese. Table 1 summarizes the characteristics of included studies. It shows that six studies were from North America and Europe (Arvio, Peippo, & Simola, 1997; Bellavance & Morin, 2017; Butler, Brunschwig, Miller, & Hagerman, 1992; Hagerman et al., 1991; Lachiewicz, Dawson, & Spiridigliozzi, 2000; de Vries, Halley, Oostra, & Niermeijer, 1998) , two from South to Central Asia (Guruju et al., 2009; Kanwal et al., 2015) , two from Latin America and the Caribbean (Boy, Correia, Llerena, Machado-Ferreira, & Pimentel, 2001; Christofolini et al., 2009) , and one from Africa (Behery, 2008) . We did come across two interesting fragile X syndrome studies from Sub-Saharan Africa, but none of them met the criteria to be included in this study 528 | (Essop & Krause, 2013; Peprah, Allen, Williams, Woodard, & Sherman, 2010) . One American cohort was multiethnic, including African-American patients. We propose in Table 3 a new checklist with the seven most significant characteristics based on the findings shows on Table 2 .
| DISCUSSION
Here, we have reviewed in detail 10 articles that had controlled and pertinent data for use in screening populations of individuals with ID or ASD to determine who should receive DNA testing for FXS. Such checklists are important in areas where not everyone with ID or ASD can undergo testing because of limited resources. This analysis has revealed a group of characteristics that could be included in universal screening for FXS. As shown in Table 2 , the most discriminating items include large or prominent ears, flat feet and soft velvet like skin and plantar creases. All these features relate to the connective tissue problems involving elastin (poorly developed, disorganized, demonstrating a lack of the elastin tree-like structure in the dermis) that are present in individuals with FXS (Davids, Hagerman, & Eilert, 1990) . We have identified that the blue eyes are related to FXS. However, this feature is associated with the ethnic background. Even for Caucasians, it just reflects the ethnic bias of about two studies and therefore would be inappropriate for a universal checklist.
Macroorchidism is related to the age and gender of the patient. Therefore, for prepubertal or female children, this item is less appropriate. If pubertal or older male patients are included in the screening, then the growth abnormalities leading to macroorchidism is a helpful feature for clinically identifying those with FXS.
Although some autistic features are more common than others, hand flapping, hand biting, and poor eye contact are seen in the majority of subjects with FXS (Hagerman et al., 1991) . For simplification purpose, autistic-like behaviors have been grouped. This feature is scored as positive when one of the following behaviors is present: tactile defensiveness, hand flapping, hand biting, delayed or perseverative speech, and poor eye contact. Also important is a family history of ID or ASD since FXS represents about 30% of the causes of X-linked ID and, in most cases, there is a family history. The clinician can also ask about a family history of premutation problems such as early menopause, because the Fragile X-associated primary ovarian insufficiency (FXPOI) occurs in about 20% of the carriers, or a history of tremor, ataxia, or cognitive decline, because the Fragile X-associated tremor ataxia (FXTAS) can occur in about 50% of older male carriers and 16% of older female carriers (Hagerman & Hagerman, 2013) .
T A B L E 2
The main goal for our study was to develop a universal and simplified clinical checklist for FXS screening among subjects with ID based on the results of a meta-analysis of previous screening studies. In the light of our results, we propose a clinical FXS checklist for any population comprising the following seven items: soft skin and velvety, flat feet, large/prominent ears, family history of ID, plantar crease, autistic-like behavior, and macroorchidism. We considered the attribution to be of value 2 if soft skin and velvety, flat feet, and large ears are present and 0 if absent. If family history of ID, plantar crease, autistic-like behavior, and macroorchidism are present, we considered the attribution to be of value 1 and 0 if absent. The maximum score is 10 points for postpubertal male subjects and nine for prepubertal males or female subjects. Patients with score higher than 5 have a significant yield of FXS and thus should be considered for molecular testing to rule out the presence of the Fragile X mutation. This combination of behaviors, family history of ID/ASD, and physical manifestations in the clinical checklist yield a high percentage of subjects with FXS regardless their age, gender, or ethnic background.
For screening programs, we need to have a clinical checklist with 100% sensitivity and the highest possible specificity. Specificity and sensibility of our checklist could not be assessed due to the method of our study. This is the main limitation of our study.
Further validation studies should be undertaken in populations of different ethnic backgrounds to analyze the scores obtained for patients with and without the Fragile X gene mutation, based on the seven items considered to be more discriminant for FXS in the present meta-analysis.
| CONCLUSION
In general, it is important for all physicians to carry out Fragile X DNA testing for those with ID or ASD and to carry out cascade testing in families where the Fragile X mutation has been identified. In countries where such testing is difficult to obtain, then the testing of those at highest risk for FXS is worthwhile, and this study has identified the highest risk features for patients with FXS that have been used to design a simplified universal clinical checklist.
ETHICS APPROVAL
All the studies mentioned in this review have been approved by the Ethics Committee.
ACKNOWLEDGMENTS
We thank Ike Kashaka who contributed in statistical analysis and commented helpfully.
CONFLICT OF INTEREST
We declare that we have no conflict of interest.
AUTHOR CONTRIBUTORS
Toni Lubala and Gray Kanteng contributed to protocol design, search, data extraction, quality assessment, statistical analysis, and writing the report. Aim e Lumaka, L eon Mutesa, Randi Hagermann, Stanis Wembonyama, Oscar Luboya, and Prosper Lukusa-Tshilobo contributed to writing and revision of the report. TL and RH contributed to interpretation of data and revision of the report. All authors have seen and approved the final version. 
ORCID
